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Announcement

BHEE

2020 E ORI B EM AR EEMR (A) &L
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Announcement

TR0V, EVWHIBEDP D7D Kb-oT
BB ELFEEL TV EICHi N 41
V—HERMLL

Bz 13, BRI, HE STV A BETH
BORBI RAUGHR SIME > THA &ET 3
JBEHNTRIEI R TRDBEZTTlER
Vo BIFRIZLIXLITAUGDANA D BIRE 572D
BB E&EPTIEE -7 0T 5, ¥ N0 8%
I—RLlZBWEVWIEETMHEINL ) Ya—
T4 Y T RNAPEHICEEKDD 55 I8
BICHRS N B[00k x EROP>TETL
B0 COEKD R EHEERLE L LHitzaNA
FTuY—0ERE. S 5I12iE. MENTOWR - HHE
DR EIREO S F I FERAPLEMERICK
B2TVATAN—05, FEROY VIR ERE
DEBPRELIELVWTVADA DA -5 T
BHhE.AEEZEZONTWVWE YV INTED
HMAJICRINETTRA TV AL >HZL DH
H Y (multifaceted). FH~ ORI 5 H A
BIERLEBLODOHBHZENDYP-ES X
Bo CNOPARFEBOHFIIE > T-FETH S,
A ICETAIEY — RELTIE, EIZH
EEMYO2BEMBRIE T MEALERT S
ZUNRTEOMR] EWHSOREIETHET S
FTREE 7o COMEBMABIF Bl Z0IFES Y
NI MIRFBDPb%%s] EWMELTWEDP-
DD, FT5AbERICH [FEBOARE X
& N7 g ot R 1T multifaceted E W H 2 &
&Rl EVWSHEDOORPL EAHICED., %

RS [NV EOMRODEDRE| 2547
EVREREFSAAERNPOLD WV, BRI
RELILEZA, I DBEDPTDT[TILF
T7Ey Bl TIFZH L EwS L THES2
EEEHLLZEVWOHRTH D, F57F T LS
FAOHY VE (7 72y ) OEL R
ThHhHEVDHEBOE Y 3 > 2 EHBERNICHEE L
THHATONEP 78BS KR=a—A L
Z—DFRM uITZHBEHELTYATEY R E
AA—VEEZEAZEF—TIIL TS
STCHEE Y = 7Y A MABRICHR LTV S,
% ® URL & proteins.jp & WS JEHEICT L
BHDEL HMOWURLAWVLWES S, &5 2
& TRV - T proteins Z TN SFELEUF L
TVWEh27DTHB% ¥ TN URLICR
I N5 LI, Mg T "proteins” D & i#
EFHERTHIERAATREDOY VNV EOH

HERBLTWEZW, a0 o T2
B EICHKDS D DDITHEDIPIED, FOHRTDH
HEtLTwWn<

BEZRLS LD o MOEFEIC
FifECH . TOTHARFSZS W,

[TLFT77EvE - TuFA VA
FEIARER

H S

R LR

GRS LB AT

M Ra ] T et > o —
£

1. SEEHARINICRRRE U IcERRRE 2 Bh W9 b Nat Struct Mol Biol DS —F « Y LIR—KNCEY I 7y TEnfcZ Ehbsb, THEHDEY R BEH MRS /X

VEMRDERNBEHMEEEHUILEERIL S,

2. TRBER) SHORE 'BEESNG Y V/\VEOEH (fF : BORMH) ) 2019F118%S) L2Bh>IY &7 TH S,
3. WHFE L U TiEmultifaceted NERIICEBTYILF - 7 7Y b (multifacet) FfELNAWNT &ITER LW (Google #3R T multifacet & ' —F L TH multifaceted

ICBSFITIEIEES N 3),

4. REOY A 7EY RZEEEFHRDTAZ 7ILBORENLVWESDNEHD UNBLD

5 BUIDBHILRRACYREVWSDRREALEBEINTRVLONSE UNARW, protein EETHY —F L& 2 3. BARTIREAREN > 2, protein.com &7 2 KV EES
HDERGEL TWBREN SES e RERBREZBNT 2 Y 1 MMRATR. 5RBHIC. RIICE Z =Dl mfp (< Multi-Faceted Proteins) 72> fehd, jp. cojp. com R & (&

BICRENBFBL TV,
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REBOEHEIZ, CNETRATVWRY» S LZHNZ (FLVFT7 72y b)) ¥R EOMAZHSD»ICTT 2
ZLiZH B, MFEREE (HO) OFEORRLED TEGDOLY M TV R TYORGETH AHEFBRICKE 2
RKEADNA AT D —=HBI ENDIP>TE . FlZIE BFELEOFHERY RTF R (F4$H) ICk-> TIEE
REBRPTRTSERBEPHD 5. CO &S RIFMBINLEERIIEIRR L NLTY VSV BOFE - BREZHIE L.
TUTFF—LZIRLD BH TOFHMIARHTD 5, T2 TAMETIZ, FFMBIK L BIROEEMS. 25718,
RN T OBRE, BERER 2T T 52 & T YL F 7 7y bad VS BoMRO—iE2FE L. MR %
VINTEREEDINT T ALY T NICEBRT A2 EZHKNET 5,

BRI, BN TORMEE 2 &0 RN 6 TOMELRHERET 5,

1) #AESICIRTE U2z JBIEIN 72 ) R Y — L BREDO B & 2 71,
2) MBI ARRP S EE NS Y ST BOSREM & ATENER,
3) EMBENTOIEHBINLZTIROA A=Y > 7,

Publication
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BHOERBNCHRBE : BRU—-K2—, BRIL—L2T7 M E

EFEDH > TEIERENGBRDEDH
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HIROEPERT BRO/INICZARR FEATGERERR (RANFIER)
~ AUl S10F STOR ABUE—F AUG sToP
AUG v STOP —
_
BRI N FMMEORF .-'Abl..s ’\Nm
II \/\‘ \l e a e ol e —— W V]
';‘V RiftEY— —HFORUYRTFR {EHMNE(LC) FXAT>

IRD (MgtL, YagN, «++)

T4 phage gp60, E. coli ORF+-

GGGGCCH (ALS), CAG (polyQ),

FERBNCBREBOSHRYE - EEMEE DFR8

Konno H, Watanabe-Nakayama T, Uchihashi T, Okuda M, Zhu L, Noriyuki
Kodera, KikuchiY, *Ando T, *Taguchi H. Dynamics of oligomer and amyloid
fibril formation by yeast prion Sup35 observed by high-speed atomic force
microscopy. Proc Natl Acad Sci USA 117, 7831-7836 (2020)

. Miwa T, Chadani Y, *Taguchi, H. Escherichia coli small heat shock protein

IbpA is an aggregation-sensor that self-regulates its own expression at
post-transcriptional levels. Mol Microbiol 115, 142-156 (2020)

. Niwa T, Uemura E, Matsuno Y, *Taguchi H. Translation-coupled protein

folding assay using a protease to monitor the folding status. Protein Sci
28, 1252-1261 (2019) selected as Protein Science 2019 Best Paper Award.

4.

5.

*Nojima T, Niwa T, *Taguchi H. Proteome analysis of phase-separated
condensed proteins with ionic surfactants revealed versatile formation of
artificial biomolecular condensate. Biomacromolecules 20, 539-545 (2019)
ChadaniY, Niwa T, Izumi T, Sugata N, Nagao A, Suzuki T, Chiba S, *Ito K,
*Taguchi H. Intrinsic ribosome destabilization underlies translation and
provides an organism with a strategy of environmental sensing. Mol Cell
68, 528-539 (2017)
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PEREMERIRRR L8 (MREtEAE) 13 REMD» SEAEME TR RESNTH0, BiFg oy 88
DA ERET 2 L VO HTHEINZG Y VRV BEERELER S (). Ch oI RIS N BIER7 LA K]
EVWSHBOWB TR EEBAELRIET 5. REHAPIERT S [ERO Y VX BRI ORH A Z B2 7258
CHBRHDY R 7EOMAZHSPICTH] EVSHT DX DRI — 7 LHEERB = T 5 HAEHERIR
B ESHITBEKFE DN RTH 505 COFRT L A b OS5 FHRECRERBIEROIENE & ZHEEICO VLT,
REZHEHPRENTH O\ HEEEFEHICHBEOEBHFEAH 0P BPITOVTIEHLPICER TV,

DIFidk # 1. MEEICHR T 2 FEEERIEUE L8 MifM 23R L 7z (Chiba et al., EMBO J. 2009). & 512,
RLICRD., thoBEEMBHORMAR 7 L A METF 2 #7123 DFE L7z (Sakiyama et al., Nucleic Acids Res.
2021). AR TR FICBREOIBEOBRT L A FRFO5THRE & EBKE L BIE2E, £L2E OFB%
FAWTZNZNENT 52 L2 HIET. /o BEREMOBMRT L X NETOBT 2 HET 5 3HEONES &
WAL BIRT LA F oo FHEICEMEZBX - HEBEPFET 200ED. iz, EMEOENICE D EIR
TLA MR ZOBERBICED LI BERESELCLOP2MHT AL 2BIET. S50, TNHOMET 2%
BsE, BT LA DRI RY NI 2BZEEZFIA L [FI-oRD 1Y —] ORFEZBET

ribosome
=

)

IR

Publication

1. Sakiyama K, Shimokawa-Chiba N, Fujiwara K and Chiba S. Search for
translation arrest peptides encoded upstream of genes for components of
protein localization pathways. Nucleic Acids Res. 49, 1550-1566 (2021)
doi: 10.1093/nar/gkab024.

2. Fujiwara K, Katagi Y, Ito Kand Chiba S. Proteome-wide Capture of
Co-translational Protein Dynamics in Bacillus subtilis Using TnDR, a
Transposable Protein-Dynamics Reporter. Cell Rep. 33, 108250 (2020)
doi: 10.1016/j.celrep.2020.108250.

3. Shimokawa-Chiba N*, Miiller C*, Fujiwara K, Beckert B, Ito K, Wilson D.
N#, Chiba S#. Release factor-dependent ribosome rescue by BrfA in the
Gram-positive bacterium Bacillus subtilis. Nat. Commun. 10, 5397 (2019)

doi:10.1038/541467-019-13408-7(* equally contributed; # corresponding
authors)

. Fujiwara K, Ito K and Chiba S. MifM-instructed translation arrest involves

nascent chain interactions with the exterior as well as the interior of the
ribosome. Sci Rep. 8, 10311 (2018) doi: 10.1038/541598-018-28628-y.

. Sohmen D, Chiba S, Shimokawa-Chiba N, Innis A, Berninghausen O,

Beckmann R, Ito K.and Wilson D. Structure of the Bacillus subtilis 70S
ribosome reveals the basis for species-specific stalling. Nat. Commun. 6,
6941 (2015) doi: 10.1038/ncomms7941.
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MRENBREZ SIWKSELTTO I LSNBR7 L A b 25| &2 2 o AR L8, TFE. BEMEY
WCBLWTHHEDPEZ DOH 5. BEEERRE L. VAV 20O XL, FTHHO b > R ILAIZY
RY =% VST BDuLd& L2252 & 7 [BAEEA] EMHEERTA 2T BER7 LA 25 &I gL
EZL5NTWA,

INETOMET, YuA XFRXFOuLdPSHO b > 2NVICEEH T B-V—TOTERA L BT 5 Arg-77
D7 F=viE# (R77A). b L E. ThZz2HE Thr-75& Val-790R%E (ATV) 28A L-AERY RV — L4
EROMEEHLTVS, CNOERKI OFAM L -HBRENFRREZAVLETICE D EEEMTRES N
TWABREEFRE LEANONREZFANLER, ZROBBRIZNZTNICEL>TBD . uL4L OHEERDE
WERTEEZONS (K #X])o AR TR, UL22ADZE BB A 2 uL4D M DERAI AN D BB AP T 5
& EBIT, ERAEMDFE DM OBEREERIERE RSO SRR U, MREERFUR BHE Y AR Y —AHO >3
VOMEMERAZBHS 2T Lz,

Arabidopsis uL4 mutants ..'.. -

Arg-T7to Ala Thr-75, Val-79
substitution deletions

e 2 R7TA:FLAG ATV:FLAG
e = =
i 7] - P
o I
& 1§
60S ; g A
uL22> L4 3 4 -
Exit tunnel ¥ Sk T,
=

Arabidopsis in vitro translation cocktail ’ Two each lines |

Constriction )
region () stalt system o ysiail Gorsstall Goeystall

... OLSTKARRNCSNIGVAQIVAAKYSS.. Arcasz, - [ S [

MEPLVLSAKKLSSLLTCKYIPP* hCMY .0 on- s, [ B |
MNGRPSVFTSQDYLSDHLIRALNA® Mearee2, - S . B
... VRPNGGIKKFKSSVYSNCSKRPS*  acamp s-uorr [ (B, B

3 ian AMD
MAGDIS® MUAGDIS uORP

WT:FLAG _ R77A:FLAG ATV:FLAG

Publication

1. Takamatsu S, Ohashi Y, Onoue N, Tajima Y, ImamichiT, Yonezawa S, 4. Hagiwara-Komoda Y, Choi S.H, Sato M, Atsumi G, Abe J, Fukuda J, Honjo
Morimoto K, Onouchi H, Yamashita Y and Naito S. Reverse genetics-based M.N, Nagano A.J, Komoda K, Nakahara K.S, Uyeda | and Naito S. Truncated
biochemical studies of the ribosomal exit tunnel constriction region in yet functional viral protein produced via RNA polymerase slippage implies
eukaryotic ribosome stalling: spatial allocation of the regulatory nascent underestimated coding capacity of RNA viruses. Sci. Rep. 6, 21411 (2016)
peptide at the constriction. Nucleic Acids Res. 48, 1985-1999 (2020) 5. Ebina |, Takemoto-Tsutsumi M, Watanabe S, Koyama H, Endo Y, Kimata K,

2. Hayashi N, Sasaki S, Takahashi H, Yamashita Y, Naito S and Onouchi Igarashi T, Murakami K, Kudo R, Ohsumi A, Noh A.L, Takahashi H, Naito S
H.ldentification of Arabidopsis thaliana upstream open reading frames and Onouchi H.ldentification of novel Arabidopsis thaliana upstream open
encoding peptide sequences that cause ribosomal arrest. Nucleic Acids reading frames that control expression of the main coding sequences in a
Res. 45, 8844-8858 (2017) peptide sequence-dependent manner. Nucleic Acids Res. 43, 1562-1576 (2015)

3. Yamashita Y, Takamatsu S, Glasbrenner M, Becker T, Naito S and Beckmann

R. Sucrose sensing through nascent peptide-meditated ribosome stalling
at the stop codon of Arabidopsis bZIP11 uORF2. FEBS Lett. 591, 1266-1277
(2017)
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rEREE A E] WigesHE
Y == 1 " s VIAN
K whE 7 FRIA
MK B [er KRIRRZRZERE i
i AR R http://wwwlmed.osaka—u. AR hltp:/{wwa.med‘osa}ka-u‘
g ac.jp/neurother/ FEmES ac.jp/psy/laboratories/
; Bh# labO1/

I, BEFEMRERNOY ©— MECHIOREME 2 FE & 9 2 F 2 Mtk R R 0RE / 7 586 A 5T R AE
(ALS/FTD). BH#/IMXRFRE (SCA) L) > a—T 4 > 7Y E— MREBIEN S MREHERBICBNT, 2h
5DV ¥— MgF|Z S LEERNA GBI R AUGERLICHDPDPDLST, INHAFHFREL->TIE— M
HIEAUGHKEE (RAN) BIERE WO FHHOBMRBMBIC LD Y E— T F F (RAN-P) HEESH, ThHH
MR EEERE L T MREALZFI SR I T I EDPHSPICSN. L2 LED S RANFIROSGTF A =R L,
Z U CRANBIGREY TdH 5 RAN-PIC K 2 HFEEMERA = AL IZEL RIBHTH 5,

#5613, GGGGCCY E— M REMEARRZIRK & 9 2 KiEHE ALS/FTD (C9-ALS/FTD) I8\ T, RANE
FRICKDEESNTZYE—FRTF R (RAN-P) »EERMAICESE - EELTWDZ EE2HASH»IC L (Mori
et al. Science 2013), 7&H 5 IZHFH/NMAFARE3ILT (SCA3L) IZBWVWT, ZDFEE L% 25 UGGAAY ¥— |
RNAIZ#EE 9 % TDP-4375) E— b RNA OB IRIEE 2R & 13 < LT RANBIRZ IS L. 20 ReEEH %
WHT 2 L Z2HAS,ICL. RNA Y+ Ru i &% RANBIEROHI 54 % 218 L 7z (Ishiguro et al. Neuron
2017).

DEnZ &h o, KFHHEIZET
i RANBIRRO X h =X L & ZFh
RE D MR X 71 = X L % R

RANBIRIC & DM T AN X LERNAL A0 (Z & HRANETR O Hl

RAN-P
ze g LT, UFo R e N
;iﬁ}) *HWE LT IR o=t [ Lg;bti%%s&?gg
° REWEUE—FRNA s 2 || i
1) RANBIFRRL A —4% —flifa %z H &S
V72 RAN BHR S -1 o 2B b dakilil

RNAL A0

"Qum

JNI W7z RANFIER O
FRER IR DR E| D FFA
3) RANBERAR T F FIZ & % #if%

AR P O f% B

— iy

Publication

i,

Shibata T, Nagano K, Ueyama M, Ninomiya K, Hirose T, Nagai Y, Ishikawa K,
Kawai G, Nakatani K. Small molecule targeting r(UGGAA)n disrupts RNA

foci and alleviates disease phenotype in Drosophila model. Nat. Commun.

12(1), 236 (2021)

. Minakawa E.N, Popiel H.A, Tada M, Takahashi T, Yamane H, Saitoh Y,

TakahashiY, Ozawa D, Takeda A, Takeuchi T, Okamoto Y, Yamamoto K,
Suzuki M, Fujita H, Ito C, Yagihara H, Saito Y, Watase K, Adachi H, Katsuno
M, Mochizuki H, Shiraki K, Sobue G, Toda T, Wada K, Onodera O, *Nagai Y.
Arginine is a disease modifier of polyQ disease models that stabilizes
polyQ protein conformation. Brain 143(6), 1811-1825 (2020)

. Ishiguro T, Sato N, Ueyama M, Fujikake N, Sellier C, Kanegami A, Tokuda E,

Zamiri B, Gall-Duncan T, Mirceta M, Furukawa Y, Yokota T, Wada K, Taylor
J.P, Pearson C.E, Charlet-Berguerand N, Mizusawa H, *Nagai Y, *Ishikawa K.
Regulatory role of RNA chaperone TDP-43 for RNA misfolding and repeat-

associated translation in SCA31. Neuron 94(1), 108-124 (2017)

. Takeuchi T, Suzuki M, Fujikake N, Popiel H.A, Kikuchi H, Futaki S, Wada K,

*Nagai Y. Intercellular chaperone transmission via exosomes contributes to
maintenance of protein homeostasis at the multicellular organismal level.
Proc. Natl. Acad. Sci. USA 112(19): E2497-2506 (2015)

. Mori K, Weng S.M, Arzberger T, Rentzsch K, Kremmer E, Schmid B,

Kretzschmar H.A, Cruts M, van Broeckhoven C, Haass C, *Edbauer D. The
C90rf72 GGGGCC repeat is translated into aggregating dipeptide-repeat
proteins in FTLD/ALS. Science 339(6125): 1335-1338 (2013)
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Long non-coding RNA (IncRNA) DE#Z [¥ > /878 % 32— F LW 200HEEL EORNA] E&hTw
A, EiX1007 3 BEELTO/NS 7% Open Reading Frame (ORF) 2D & FHISNEH0HZ 0, L
Lbnbiid, IncRNA ICFFIET 5/NE 7% ORF 2 6EIEREN 28y VX VB2 FE L. TN O EBELERES
BoOZE=Ho»IT L7 (Nature, 2017),

FbbBE, INHINCRNAWR [/ >3 —T 4 7| T3 . [2—T 1 Y Z7IRNATHD ., FHET L LAaWE
BN T REHEDOY SV EZBIRL TV 2. KEEPNRET D ZOEI LHHY VSV EIEZ, ThET
RSN TZ M7ty N VETH D FRAHD S F &F 2 RER EICEE L TW A ATREE 2 &
EAbN%, €T MRBNICZORD LY VN VEOREZITV. TIN5 DEBEKREL EZHALMICLT
W< o BAARITIX IR OFREICH Y M,

1) J>a—7+ Y7 RNAHBRHHS >3 OMRNFEE
2) BETFHRE Y A%V EIEEEO T
3) b bOEEEOBEEOMET

- ~——

Hidden ORF
/=T 4% RNA ¥
IR 2 N BORBEHRERE

BIEFRER D AZRAW
EERIERED AT

Publication

1. Nita A, Muto Y, Katayama Y, Matsumoto A, Nishiyama M, Nakayama KI*.

4. Matsumoto A, Pasut A, Matsumoto M, Yamashita R, Fung J, Monteleone
The autism-related protein CHD8 contributes to the stemness and

E, Saghatelian A, Nakayama KI, Clohessy JG, Pandolfi PP*. mTORC1 and

differentiation of mouse hematopoietic stem cells. Cell Rep. 34(5),
108688 (2021)

. Kito Y, Matsumoto M, Hatano A, Takami T, Oshikawa K, Matsumoto A,

Nakayama KI*. Cell cycle-dependent localization of the proteasome to
chromatin. Sci. Rep. 10, 5801 (2020)

. Matsumoto A* Nakayama KI. Hidden Peptides Encoded by Putative

Noncoding RNAs. Cell Struct. Funct. 43(1), 75-83 (2018)

muscle regeneration are regulated by the LINC00961 encoded SPAR
polypeptide. Nature 541(7636), 228-232 (2017)

. Matsumoto A, Takeishi S, Nakayama KI*. p57 regulates T cell development

and prevents lymphomagenesis by balancing p53 activity and pre-TCR
signaling. Blood 123(22), 3429-3439 (2014)
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5 U BIIEERE HEHVITEABELICEL K @ RXREEMICEE S hRIEZ 520, 207D Il
& VN EOIEHEZHMBENEREZERT S5V ATLAERHABLTVWAEEZAONTE L, L2 L, 25 Lc#ilaN
DF IS GREALDERFESENODDODH 5, EZIR, Z o873 -7 —o0 BIHICER SN S D TlE
B —ERTEZ EEBRORBEZRT Y VNVEPRZLFERT %0 7 /87 HIGERBICEET 2H1ICE D E
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TNy EERE MEEEEREMEL TELAEEZE» LT LIFOMWICEZ DL fEEHEET 5, 2hb
OB T [F VISV BORREDRIE] WD, 7 U7 EOMBENBERRICEDL 2 Hi-ailfla s REE
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1. Takeda H, Tsutsumi A, Nishizawa T, Lindau C, Busto JV, Wenz L-S, Ellenrieder M, Endo T. Structure of the mitochondrial import gate reveals distinct

L, Imai K, Straub SP, Mossmann W, Qiu J, Yamamori Y, Tomii K, Suzuki
J, Murata T, Ogasawara S, Nureki O, Becker T, Pfanner N, Wiedemann
N, Kikkawa M, Endo T. Mitochondrial sorting and assembly machinery
operates by B3 -barrel switching. Nature 590 (7844), 163-169 (2021)

. Watanabe Y, Tamura Y, Kakuta C, Watanabe S, Endo T. Structural basis for
inter-organelle phospholipid transport mediated by VAT-1.J Biol Chem.
295, 3257-3268 (2020)

. Araiso Y, Tsutsumi A, Qiu J, Imai K, Shiota T, Song J, Lindau C, Wenz L-S,
Sakaue H, Yunoki K, Kawano S, Suzuki J, Wischnewski M, Schiitze C,
Ariyama H, Ando T, Becker T, Lithgow T, Wiedemann N, Pfanner N, Kikkawa
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preprotein paths. Nature 575, 395-401 (2019)

. Matsumoto S, Nakatsukasa K, Kakuta C, Tamura Y, Esaki M, Endo T.

Msp1 Clears Mistargeted Proteins by Facilitating Their Transfer from
Mitochondria to the ER. Mol Cell 76, 191-205 (2019)

. Sakaue H, Shiota T, Ishizaka N, Kawano S, Tamura Y, Tan KS, Imai K,

Motono C, Hirokawa T, Taki K, Miyata N, Kuge O, Lithgow T, and Endo T.
Porin associates with Tom22 to regulate the mitochondrial protein gate
assembly. Mol Cell 73, 1044-1055 (2019)
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1. JohmuraY, Yamanaka T, Omori S, Wang T, Sugiura Y, Matsumoto M, Suzuki 4. *Matsumoto M, *Nakayama KI. The promise of targeted proteomics for
N, Kumamoto S, Yamaguchi K, Hatakeyama S, Takami T, Yamaguchi R, quantitative network biology. Curr. Opin. Biotechnol. 54, 88-97 (2018)

Shimizu E, Ikeda K, Okahashi N, Mikawa R, Suematsu M, Arita M, Sugimoto
M, Nakayama K, Furukawa Y, Imoto S, *Nakanishi M. Senolysis by
glutaminolysis inhibition ameliorates various age-associated disorders.
Science 371(6526), 265-70 (2021)

5. Morita M, Sato T, Nomura M, Sakamoto Y, Inoue Y, Tanaka R, Ito S, Kurosawa
K, Yamaguchi K, Sugiura Y, Takizaki H, Yamashita Y, Katakura R, Sato I,
Kawai M, Okada Y, Watanabe H, Kondoh G, Matsumoto S, Kishimoto A,
Obata M, Matsumoto M, Fukuhara T, Motohashi H, Suematsu M, Komatsu

2. KitoY, *Matsumoto M, Hatano A, Takami T, Oshikawa K, Matsumoto A, M, Nakayama KI, Watanabe T, Soga T, Shima H, Maemondo M, *Tanuma
*Nakayama K. Cell cycle-dependent localization of the proteasome to N. PKM1 confers metabolic advantages and promotes cell-autonomous
chromatin. Sci. Rep. 10(1), 5801 (2020) tumor cell growth. Cancer Cell 33, 355-67. €7 (2018)

3. Oshikawa K, *Matsumoto M, Kodama M, Shimizu H, *Nakayama KI. A fail-
safe system to prevent oncogenesis by senescence is targeted by SV40
small T antigen. Oncogene 39(10), 2170-86 (2020)
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Wo, COXDIBHERDOT, ¥ 2NV EOMREZIEL <HEET 27:0121d BICHIfa, & Bl U TRBUCEIT T
2723 Ta < MiaEREZ in vitro THR T 2HRFEOMEPDEAITRE 2 5. AFRETIX BOHRMEHIE
238U, MRBREOEBERM 2T 5 &I, L= ) =22 DDOH 28X OFMY VNV ED1 5T
FRITEUR 2 BT %o IS A OARBE L1 FEHIT I Y 7 4+ —L 2T 52 & T “REAwAY 2N 7
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Publication
1. Sakamoto S, *Komatsu T, *Watanabe R, Zhang Y, Inoue T, Kawaguchi M, 4. Abe K, Katsuno H, Toriyama M, Baba K, Mori T, Hakoshima T, Kanemura Y,
Nakagawa H, Ueno T, Okusaka T, Honda K, *Noji H & *Urano Y. Multiplexed Watanabe R & Inagaki N. Grip and slip of L1-CAM on adhesive substrates direct
single-molecule enzyme activity analysis for counting disease-related growth cone haptotaxis. Proc. Natl. Acad. Sci. USA 115, 2764-2769 (2018)
proteins inbiological samples. Sci Adv 6, eaay0888 (2020) 5. *Watanabe R, Soga N, Hara M & *Noji H. Arrayed water-in-oil droplet
2. *Watanabe R, Sakuragi T, *Noji H & *Nagata S. Single molecule analysis bilayers for membrane transport analysis. Lab Chip 16, 3043-3048 (2016)

of phospholipid scrambling by TMEM16F. Proc. Natl. Acad. Sci. USA 115,
3066-3071 (2018)

3. BabaK, Yoshida W, Toriyama M, Shimada T, Manning C, Saito M, Kohno K,
Trimmer J, Watanabe R & *Inagaki N. Gradient-reading and mechano-effector
machinery for netrin-1-induced axon guidance. eLife 7, e34593 (2018)
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Publication

1. Anbo H, Amagai H and Fukuchi S. NeProc predicts binding segments in
intrinsically disordered regions without learning binding region sequences.
Biophys. Physicobiol. 17, 147-154 (2020)

2. Koike R, Amano M, Kaibuchi K, Ota M. Protein kinases phosphorylate long
disordered regions in intrinsically disordered proteins. Prot. Sci. 29, 564-
571 (2020) doi: 10.1002/pro.3789

3. Anbo H, Sato M, Okoshi A, Fukuchi S. Functional segments on intrinsically
disordered regions in disease related proteins. Biomolecules 9, 88 (2019)

4. Ota M, Gonja H, Koike R, Fukuchi S. Multiple-localization and hub proteins.
PLoS ONE 11,e0156455 (2016)

5. Shaji D, Amemiya T, Koike R, Ota M. Interface property responsible for
effective interactions of protean segments: Intrinsically disordered regions
that undergo disorder-to-order transitions upon binding. BBRC 478, 123-
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Nascent Chain 2020

- Fourth Annual Conference on Protein Folding on the Ribosome
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