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1. RNA-triggered protein cleavage and cell growth arrest by the type lII-E
CRISPR nuclease-protease. Kato K, Okazaki S, Schmitt-Ulms C, Jiang K, Zhou
W, Ishikawa J, Isayama Y, Adachi S, Nishizawa T, Makarova KS, Koonin EV,
Abudayyeh OO, Gootenberg JS, Nishimasu H, Science. 25;378(6622):882-
889 (2022)

2. Sensing of individual stalled 80S ribosomes by Fap1 for nonfunctional
rRNA turnover. Li S, Ikeuchi K, Kato M, Buschauer R, Sugiyama T, Adachi S,
Kusano H, Natsume T, Berninghausen O, Matsuo Y, Becker T, Beckmann R,
*Inada T. Mol Cell. 15;82(18):3424-3437. (2022)

3. m6A-modification of HSATIII IncRNAs regulates temperature-dependent
splicing. Ninomiya K, Iwakiri J, Aly MK, Sakaguchi Y, Adachi S, Natsume T,
Terai G, Asai K, Suzuki T, Hirose T. EMBO J. e107976 (2021)

4. Failure to Degrade CAT-Tailed Proteins Disrupts Neuronal Morphogenesis
and Cell Survival Udagawa T, Seki M, Okuyama T, Adachi S, Natsume T,
Noguchi T, Matsuzawa A, Inada T. Cell Rep. 34(1):108599 (2021)

5. LncRNA-dependent nuclear stress bodies promote intron retention
through SR protein phosphorylation. Ninomiya K, Adachi S, Natsume T,
Iwakiri J, Terai G, Asai K, Hirose T. EMBO J. 39(3):e102729 (2020)

6. Kato A (RIZ &) , Adachi S (A% &) , Kawano S, Takeshima K,
Watanabe M, Kitazume S, Sato R, Kusano H, Koyanagi N, Maruzuru Y, Arii
J, Hatta T, Natsume T, Kawaguchi Y. Identification of a herpes simplex vir

us 1 gene encoding neurovirulence factor by chemical proteomics. Nat
Commun. 11(1):4894 (2020)

. Codon bias confers stability to human mRNAs. Hia F, Yang SF, Shichino Y,

Yoshinaga M, Murakawa Y, Vandenbon A, Fukao A, Fujiwara T, Landthaler M,
Natsume T, Adachi S, Iwasaki S, Takeuchi O. EMBO Rep. 20(11):e48220 (2019)

. Nuclear RNA export factor variant initiates piRNA-guided co-transcriptional

silencing. Murano K, Iwasaki YW, Ishizu H, Mashiko A, Shibuya A, Kondo
S, Adachi S, Suzuki S, Saito K, Natsume T, Siomi MC, Siomi H. EMBO J.
38(17):€102870 (2019)

. Post-transcriptional Stabilization of Ucp1 mRNA Protects Mice from Diet-

Induced Obesity. Takahashi A, Adachi S, Morita M, Tokumasu M, Natsume T,
Suzuki T, Yamamoto T. Cell Rep. 13(12):2756-67 (2015)

10.ZFP36L1 and ZFP36L2 control LDLR mRNA stability via the ERK-RSK

pathway. Adachi S Homoto M, Tanaka R, Hioki Y, Murakami H, Suga H,
Matsumoto M, Nakayama KI, Hatta T, lemura S, Natsume T. Nucleic Acids
Res. 42(15):10037-49 (2014)
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Kanno M, Hiramatsu S, Kondo S, Tanimoto H, *Ichinose T. Voluntary intake
of psychoactive substances is regulated by the dopamine receptor Dop1R1
in Drosophila. Sci Rep 11(1), 3432 (2021) doi: 10.1038/541598-021-82813-0.

. *Ichinose T, +Kanno M, Wu H, Yamagata N, Sun H, Abe A, *Tanimoto

H. Mushroom body output differentiates memory processes and
distinct memory-guided behaviors. Curr Biol 31, 1-9(2021) doi: 10.1016/
j.cub.2020.12.032.

. Sun H, Nishioka T, Hiramatsu S, Kondo S, Amano M, Kaibuchi K, *+Ichinose

T, *+Tanimoto H. Dopamine receptor Dop1R2 stabilizes appetitive olfactory
memory through the Raf/MAPK pathway in Drosophila. J Neurosci 40(14),
2935-2942 (2020) doi: 10.1523/JNEUROSCI.1572-19.2020.

. Vogt K, Aso Y, Hige T, Knapek S, Ichinose T, Friedrich AB, Turner GC,

*Rubin GM, *Tanimoto H. Direct neural pathways convey distinct visual
information to Drosophila mushroom bodies. eLife 5, 14009 (2016) doi:
10.7554/eLife.14009.

. Ichinose T, Aso Y, Yamagata N, Abe A, Rubin GM, *Tanimoto H. Reward

signal in a recurrent circuit drives appetitive long-term memory
formation. eLife 4, 10719 (2015) doi: 10.7554/eLife.10719.

. *Yamagata N, Ichinose T, Aso Y, Placais PY, Friedrich AB, Sima RJ, Preat T,

*Rubin GM, *Tanimoto H. Distinct dopamine neurons mediate reward
signals for short- and long-term memories. Proc Natl Acad Sci USA 112(2),
578-583 (2015) doi: 10.1073/pnas.1421930112.

4. Ichinose T, Tanimoto H, *Yamagata N. Behavioral modulation by . *AsoY, Sitaraman D, Ichinose T, Kaun KR, Vogt K, Belliart-Guérin G, Placais
spontaneous activity of dopamine neurons. Front Syst Neurosci 11, 88 PY, Robie AA, Yamagata N, Schnaitmann C, Rowell WJ, Johnston RM, Ngo
(2017) doi: 10.3389/fnsys.2017.00088. TT, Chen N, Korff W, Nitabach M, Heberlein U, Preat T, Branson K, Tanimoto

5. *Ichinose T, *Tanimoto H. Dynamics of memory-guided choice behavior H, “Rubin GM. Mushroom body output neurons encode valence and guide

in Drosophila. Proc Jpn Acad Ser B92(8), 346-357 (2016) doi: 10.2183/
pjab.92.346.

memory-based action selection in Drosophila. eLife 3, €04580 (2014) doi:
10.7554/eLife.04580.

*: Corresponding author, +: Equal contribution.
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FUBE CESRICEMFITRO B SN FEEN R, kY2 RISE (T4—LT 12 72E) 24, #ERL

NIVTH VNG DEEREZFIFL TNEEZEZILNTNS, Tld. EDOXHRFEHICE X~ DFLEASHI M
BEICID U722, S E->T—HO KA FIH SN D2 RENZERIIEATNEDLDD, 2T 0T+ —L%
RREL-EBERIIMEIAR D> TRV RIFR TR ¥/ 7 BENKRO 7 I BER B DA G HE [NARII—
Rl ICEHL. DY - BHIERT 5V EERRNICANSZET, TuT+— LD NKHORFELHSNIC
T 5, NKIHRSFREEENLIzRTFR7 LA BB ZHAVSZE T, AN EDNA 2V =Ty NI/ 8
JBETOT7AINT BT ENTHEE IaoTze RIFENSY IS E N KT F MLIZ— RTINS0 BEERELT
AHIEREDHZHIER. NKIGORBEEE BPY VNV RRENT HIEENDYPoTE, 5%, fMilaATD [N
Kifid—R] OBRZHSPICL. ZOEEN 2 H0EREZ RELTWEZW,
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Harnett D, Ambrozkiewicz MC, Zinnall U, Rusanova A, Borisova E, Drescher
AN, Couce-Iglesias M, Villamil G, Dannenberg R, | Imami K, Miinster-
Wandowski A, Fauler B, Mielke T, Selbach M, Landthaler M, Spahn CMT,
Tarabykin V, Ohler U, *Kraushar ML. A critical period of translational control

during brain development at codon resolution. Nature Structural &
Molecular Biology, DOI: 10.1038/541594-022-00882-9 (2022)

. Uchiyama J, Roy R, Wang DO, Morikawa K, Kawahara Y, Iwasaki M, Yoshino

C, Mishima Y, *Ishihama Y, *Imami K pSNAP: Proteome-wide analysis of
elongating nascent polypeptide chains. iScience, 25, 1-18 (2022)

. *Imami K, Selbach M, *Ishihama Y, Monitoring mitochondrial translation by

pulse SILAC. https://www.biorxiv.org/content/10.1101/2021.01.31.428997v2
bioRxiv (2021)

. Ichihara K, *Matsumoto A, Nishida H, Kito Y, Shimizu H, Shichino Y, lwasaki

S, Imami K, Ishihama Y, *Nakayama K Combinatorial analysis of translation
dynamics reveals elF2 dependence of translation initiation at near-cognate
codons. Nucleic Acids Research, 49,7298-7317 (2021)

. *Kraushar ML, Krupp F, Harnett D, Turko P, Ambrozkiewicz MC, Sprink T,

Imami K, Gtinnigmann M, Zinnall U, Vieira-Vieira CH, Schaub T, Miinster-
Wandowski A, Biirger J, Borisova E, Yamamoto H, Rasin MR, Ohler U, Beule
D, Mielke T, Tarabykin V, Landthaler M, Kramer G, Vida |, Selbach M, *Spahn

CMT Protein Synthesis in the Developing Neocortex at Near-Atomic
Resolution Reveals Ebp1-Mediated Neuronal Proteostasis at the 60S Tunnel
Exit. Molecular Cell, 81, 304-322 (2021)

. Uchiyama J, *Ishihama Y, *Imami K Quantitative nascent proteome

profiling by pulse labeling of O-propargyl-puromycin and stable isotope
labeled amino acids. Journal of Biochemistry, 1969, 227-236 (2020)

. *Theil K, Imami K, Rajewsky N*. Identification of proteins and miRNAs that

specifically bind an mRNA in vivo. Nature Communications, 10, 4205
(2019)

. *Imami K, Yasuda T Measuring protein synthesis during cell cycle by

azidohomoalanine (AHA) labeling and flow cytometric analysis. Bio-
Protocol, 19 (2019)

. *lmami K, Milek M, Bogdanow B, Yasuda Y, Kastelic N, Zauber H, Ishihama

Y, Landthaler M, *Selbach M Phosphorylation of the ribosomal protein
RPL12/ul11 affects translation during mitosis. Molecular Cell, 72, 84-98,
(2018)

10.Wessel H, Imami K (co-first author), Baltz A, Kolinksi M, Beldovskaya A,

Selbach M, Small S, *Ohler U, *Landthaler M The mRNA-bound proteome
of the early fly embryo. Genome Research, 26, 1000-1009, (2016)
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T IRV —LDOETZIEDBIEN P> TEELIZ. Bl P YO AREHRNAKE G S /N7 E SGS3A/ Ny
T RNAKER)AY —LEFRICRETH AL, ZLTIARY — MEHFITIIBIERNT/NT F RNA DA EZ(EHE T S
BN HHIEERHASNICLELTZ (Cell Rep. 2021) . LPLAHSGS3E/ N FRNADYARY —LZEHSE S [L<A]
&V URY — LMERH QL LR A ENIAATLU . RERETIE EBHE, (b, EafElpts, TUTREEY
FEBEY B EICKD, Ny F RNAKEFERNZYARY — MER BB LR EIICHERLES . HE ¥V -4 (220Y

R — LT G 1K) OB/ T RNAK S

BRALEDRAFRRP. SGS3E/VrF RNAIZK->TERL TV

VRV —LOBEEBITLTCVET . CNSDIFFEEZBEL T, IET—FRNAICI—RENIRTFRH, YRV —LHIC
HEHILET BMOEMENTO L ZAZR/ET 20D, YT EDOH LWL T 72y MRS TET (K1),
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*lwakawa HO, *Tomari Y. Life of RISC: Formation, action, and degradation
of RNA-induced silencing complex. Mol Cell, Vol. 82(1), 30-43, (2022).

Sakurai Y, Baeg K, Lam AYW, Shoji K, *Tomari Y, *lwakawa HO. Cell-free
reconstitution reveals the molecular mechanisms for the initiation of
secondary siRNA biogenesis in plants. Proc Natl Acad Sci USA., 118(31),
2102889118, (2021).

. *lwakawa HO, Lam AYW, Mine A, Fujita T, Kiyokawa K, Yoshikawa M,

Takeda A, lwasaki S, Tomari Y. Ribosome stalling caused by the Argonaute-
microRNA-SGS3 complex regulates the production of secondary siRNAs in
plants. Cell Reports, 35(13), 109300, (2021).

. #Wu H, # Li B, Iwakawa HO, Pan Y, Tang X, Ling-hu Q, Liu Y, Sheng S, Feng L,

Zhang H, Zhang X, Tang Z, Xia X, Zhai J, * Guo H. Plant 22-nt siRNAs mediate
translational repression and stress adaptation. Nature, 581, 89-93, (2020).

. *lwakawa HO, *Tomari Y. Silencing messages in a unique way. Nature

Plants. Vol. 3(10), 769-770, (2017).

8.

9.

. Baeg K, *lwakawa HO, *Tomari Y. The poly(A) tail blocks RDR6 from

converting self mRNAs into substrates for gene silencing. Nature Plants,
Vol. 3 | Article number: 17036, (2017).

. lwakawa HO, *Tomari Y. The Functions of MicroRNAs: mRNA Decay and

Translational Repression. Trends in Cell Biology, Vol. 25 (11), 651-665,
(2015).

#Fukaya T, #lwakawa HO, *Tomari Y. MicroRNAs block assembly of elF4F
translation initiation complex in Drosophila. Mol Cell, Vol. 56, 67-78, (2014).
Iwakawa HO, *Tomari Y. Molecular insights into microRNA-mediated
translational repression in plants. Mol Cell, Vol. 52(4), 591-601, (2013).

10.EndoY, *Iwakawa HO, *Tomari Y. Arabidopsis ARGONAUTE? selects miR390

through multiple checkpoints during RISC assembly. EMBO Reports, \Vol.
14(7), 652-658, (2013).
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Nl ES Y 287 B DOKIEE L LIFERDORAA Y (7237 B OREED—H T D& 73 LI3IMIL L7z 3R T
BEED) DORBVINFRAL T INTEThH 5. RBENDHTVEAERTIEZDEH727 VIS EIERAA VDO
BERICE->TRELR TV, LU, MIFENTIZINED Y VT E D ZIEIERERE L TR IITDEEN S, o
T\ TOHEH BT, BIIREBOENZHIMT 27%E, REE DR ZAMHADP RSN TVLETESNS, A,
b MEEMA O /NMIRISEDAZN TLARFE LD ILF RAAL 72378 LDL %844 (LDLR) IZV AL T4 RS
PEASN, ELOIAEEANETVBEIN TOEREEZ, CNETITRWVElZL NV TR LT 322 8L, &
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processing of encephalomyocarditis virus proteins 2A and 2B occurs in the
elongation phase of translation without eukaryotic release factors. J Biol
Chem. 2014 Nov 14;289(46):31960-71.

. Kobayashi T, Machida K, Imataka H. Human cell extract-derived cell-free

systems for virus synthesis. Methods Mol Biol. 2014;1118:149-56.

.Machida K, Masutani M, Kobayashi T, Mikami S, Nishino Y, Miyazawa A,

Imataka H. Reconstitution of the human chaperonin CCT by co-expression
of the eight distinct subunits in mammalian cells. Protein Expr Purif. 2012
Mar;82(1):61-9.
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FIROMRRIGIE. XTFREOT+—LT 107 MR/ N BENORIR R EERHELTED, ZORBEIRRY Y
INEDOEEICERLET ., MlgiEInzERT 57010, BEGHFEEZBAL, BmHlIcHR2KES T2 mE
EHHE (RQC: Ribosome-associated Quality Control) 2 TWET . MIFEATIZE—D mRNA ZEH D)
RI—LPFERL TV 27280 BELRFREFPECAEEF LR —LEZREDURY —LDEZEL “URY —LD
BT DERESNE T, RQCOY =727 B TH S Hel2lZZ e B 2 IR EFRFR L. JEMBIRY R ER &
FERIINCESTERLIZVARY —LZRELET . ZHUTKD, VARV —LDREEHAFHES L BIARSEHBESTET,

®&ift. H7zL7z51d. SRP (Signal Recognition Particle) 247 L7325 > /87 B O HFH R L EE R E DS

RQCIZiIsh B EZ2 R WWZ2LELz (Matsuo and Inada., Cell Rep. 2021). TANT > H—BlZERFIBRY
INTEDOKREBTIE SRPENUTHBRWI/DUFEANLERSNET . €O, BEXORMBIEEEL T, 7Ry
YN E%I—FTZmRNAICIZERO —FHE L2 FE

THLT AR FAY— (REST) Aa—RshTHBY, Z
DRESTIZES>TURY —LDREEEHHEPEL TSI ED
WESNTVET, LL. RQCIZE-> TSN A HE
FEEIE, SRPICKZEEBICREDVHLHDICRE5NTHY,
/N REANDELEFIC)ARY — LD RBER S ECTH,
SRPDFEEICE>TRQC DFENF v L SN S A HE
HPRBINTOET ., 22T AHETIE. 205 FH

W% BISLRIT 2D TOE T, $72, SRPOBHI lm 132

BRI oN

_,,;f.:;sz':" l o

BRO—IHRLE
mﬂ)ﬂﬂ

ICARBBY, PO RQCICEDRENEIRUI MR WES | Rmansuen
IN781E IFTVRYTPALREGESNSZENDYP->TY 6&-«&
9, AFETIR, TOIPITVRY T AERERS N3 W Sh el
YV ISTEDERICONTHIEF 2 EDTWET,

He|2 k&‘in
BTz SR

Publication

1. Matsuo Y*, UchihashiT, Inada T*. Decoding of the ubiquitin-code for J, Shounai O, Ikeuchi K, Saeki Y, Becker T, Beckmann R¥, Inada T*. RQT

clearance of colliding ribosomes by the RQT complex. Nat Commun.
14(1):79. (2023)

. Narita M, Denk T, Matsuo Y, Sugiyama T, Kikuguchi C, Ito S, Sato N, Suzuki T,

Hashimoto S, Machova |, Tesina P, Beckmann R¥, Inada T*. A distinct human
disome collision interface harbors K63-linked polyubiquitination of uS10
to trigger hRQT-mediated subunit dissociation. Nat Commun. 13(1):6411.
(2022)

. Li S, Ikeuchi K*, Kato M, Buschauer R, Sugiyama T, Adachi S, Kusano H,

Natsume T, Berninghausen O, Matsuo Y, Becker T, Beckmann R¥, Inada T*.
Sensing of individual stalled 80S ribosomes by Fap1 for non-functional
rRNA turnover. Mol Cell. 82(18):3424-3437. (2022)

. Matsuo Y* and Inada* T. Ribosome collision sensor Hel2 recognizes

mistargeting secretory ribosome-nascent chain complexes. Cell Rep.
34:108877. (2021)

. Buschauer R’, Matsuo Y* (*Co-first Author), Sugiyama T, Chen YH,

Alhusaini N, Sweet T, Ikeuchi K, Cheng J, Matsuki Y, Nobuta R, Gilmozzi A,
Berninghausen O, Tesina P, Becker T, Coller J¥, Inada T*, Beckmann R*. The
Ccr4-Not complex monitors the translating ribosome for codon optimality.
Science. 368(6488):eaay6912 (2020)

. Matsuo Y*, Tesina P*, Nakajima S, Mizuno M, Endo A, Buschauer R, Cheng

complex dissociates ribosomes collided on endogenous RQC substrate
SDD1. Nat Struct Mol Biol. (4):323-332. (2020)

7. Sugiyama T, Li S*, Kato M*, Ikeuchi K, Ichimura A, Matsuo Y, Inada
T*. Sequential Ubiquitination of Ribosomal Protein uS3 Triggers the
Degradation of Non-functional 18S rRNA. Cell Rep. 26(12):3400-3415.e7.
(2019)

8. lkeuchi K*, Tesina P*, Matsuo Y, Sugiyama T, Cheng J, Saeki Y, Tanaka K,
Becker T, Beckmann R*, Inada T*. Collided ribosomes form a unique
structural interface to induce Hel2-driven quality control pathways. EMBO
J.38(5):100276. (2019)

9. Matsuo Y*, Ikeuchi K*, Saeki Y, Iwasaki S, Schmidt C, Udagawa T, Sato
F, Tsuchiya H, Becker T, Tanaka K, Ingolia NT, Beckmann R, Inada T*.
Ubiquitination of stalled ribosome triggers ribosome-associated quality
control. Nat Commun. 8(1):159. (2017)

10.Matsuo Y, Granneman S, Thoms M, Manikas RG, Tollervey D, Hurt E*.
Coupled GTPase and remodelling ATPase activities form a checkpoint for
ribosome export. Nature. 505(7481):112-116. (2014)

*Co-first author, *Corresponding author
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EEIERIZRRELAE (ALS) /S—F VIR TILINA T IR N F U RARE VTR A R R, Mz
BEYNTEDRHEROBEMSE (7I0AR) ZERLEBRSNAENRREEZSN TV, TE. 77T EFH
WEEORRICKD T I0A MO B SRR ERIT A  BEE 2D, LD T I0A RO E 7R REREMRITIC DT
Woo —F 7 I0A RSBV TR, 7304 MO BEIRFER 251 ) € — M BIEMEIE ATGIKFF1E (RAN) B3R,
BF v ROANCED T IO RDOBEEE W S/ R DY N EREDE B A - 1= — 7 BRR P EEZEDTL
%o AMETIZZ A A BT HRIES T T70—EICES in situ BEEMERTZHAWT. A TERS NS EEAD
FEPAIREE AN /A RISIIT TR, URY — L0 v RurEV-7z K - I BE D 5 R - & 0 22 ED
BRERERITL. 730 RS 69 12— 2 HREZEEOR P OMIHT 22 L2HNET 5, BE. BRESUATR
T —R7 301 MEFICEEEMIN TR S B/ tau SRFE2 M B E U T e 2 0 T D BIEIERR L7z (A% -
B HBEEMEE (CLEM) ICX->TREL . 2 DIEREET % 7 T4 AHRA 4 =401 (cryo-FIB milling) <
2HE (54F) MTL. 754 A BTRIESS 74— I XA M AANEE OEITICEEA TV,

UMy —4

RANEIR
UY=L E— FRF

:n)

~ |(x¢¢l"\\

B IO R & e D EER A OTERL - MEOMIE & 2 Z o AR RO IR

Publication

1. *Yamagata A., Murata Y., Namba K., Terada T., Fukai S., Shirouzu M. Uptake

mechanism of iron-phytosiderophore from the soil based on the structure
of yellow stripe transporter. Nat. Commun. (2022) doi: 10.1038/s41467-
022-34930-1.

2. *Cao P, *Bracun L., *Yamagata A., Christianson BM, Negami T., Zou B., Terada

T., Canniffe DP, Shirouzu M., Li M., *Liu LN. Structural basis for the assembly
and quinone transport mechanisms of the dimeric photosynthetic RC-LH1
supercomplex. Nat. Commun. (2022) doi: 10.1038/541467-022-29563-3.
(*fequally contributed)

3. Bracun, L*, Yamagata, A, Christianson, B.M., Terada, T,, Canniffe, D.P,

Shirouzu, M. & *Liu, L.N. Cryo-EM structure of the photosynthetic RC-LH1-
PufX supercomplex at 2.8-A resolution. Sci. Adv., 7, (2021) eabf8864

4. YoshidaT., Yamagata A., Imai A., Kim J., Izumi H., Nakashima S., Shiroshima

T., Maeda A., lwasawa-Okamoto S., Azechi K., Osaka F,, Saitoh T., Maenaka
K., ShimadaT.,, Fukata Y., Fukata M., Matsumoto J., Nishijo H., Takao K.,
Tanaka S., Okabe S., Tabuchi K., Uemura T., Mishina M., Mori H., *Fukai S.
Canonical versus non-canonical transsynaptic signaling of neuroligin 3
tunes development of sociality Nat. Commun. (2021) doi: 10.1038/541467-
021-22059-6

5. *Wakita M., “Yamagata A., Shiroshima T., Izumi H., Maeda A., Sendo M.,

Imai A., Kubota K., Goto-Ito S., Sato Y., Mori H., Yoshida T., *Fukai S. “equally
contributed Structural insights into selective interaction between type lla
receptor protein tyrosine phosphatases and Liprin-a Nat. Commun. (2020)
doi: 10.1038/541467-020-14516-5

6. Yamagata A., Goto-Ito S, Sato Y., Shiroshima T., Maeda A., Watanabe M.,
Saitoh T.,, Maenaka K., Terada T., Yoshida T., *Uemura T., *Fukai S. Structural
insights into modulation and selectivity of transsynaptic neurexin-LRRTM
interaction Nat. Commun. (2018) doi: 10.1038/541467-018-06333-8.

7. Yamagata A., Miyazaki Y., Yokoi N., Shigematsu H., Sato Y., Goto-Ito S.,
Maeda A, Goto T,, Sanbo M., Hirabayashi M., Shirouzu M., Fukata Y.,
*Fukata M., *Fukai S. Structural basis of epilepsy-related ligand-receptor
complex LGI1-ADAM22 Nat. Commun. (2018) doi: 10.1038/541467-018-
03947-w.

8. Yamagata A., Yoshida T*., Sato Y., Goto-Ito S., Uemura T., Maeda A.,
Shiroshima T., Iwasawa-Okamoto S., Mori H., Mishina M., *Fukai S.
Mechanisms of splicing-dependent trans-synaptic adhesion by PTP 0 -
ILTRAPL1/IL-1RACP for synaptic differentiation. Nat. Commun. (2015)
doi:10.1038/ncomms7926

9. *Kubota K., *Yamagata A, Sato Y., Goto-Ito S., *Fukai S. (*equally
contributed) Get1 stabilizes an open dimer conformation of Get3 ATPase
by the binding at two distinct interfaces J. Mol. Biol. (2012) 422, 366-375

10.Yamagata A., Mimura H, Sato Y, Yamashita M, Yoshikawa A, *Fukai S
Structural insight into the membrane insertion of tail-anchored proteins
by Get3 Genes to Cells (2010) 15, 29-41
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AR, MREN OB —BAE TR RICE->T, RNAERREWSY VN EDREH S S GERIERE 125)
e T B EMHSPITR->TET VD, JEREBERZ LR T 2 RAREMESY >N HIL, BERAA > ERMICHEE
2L HRAZMEBERE DL DN ZNIENFONTVSAD, ZhoD 73 FHMEEIERAPERIIAHATH S, Zliﬁﬂ""
Tl BFENFT 12— a3k, FERR RS %I’\]ﬁ[ﬁd)ﬁ?ﬁ*ﬁﬁ{’ﬁﬁﬁa‘aJ:Uﬁ?éiﬂ%:ﬁﬁﬁbto FEREEAEE

FEBERLTOUBRREM YV NIE (BENA V2B CHBEEEERVER) O

NE—HER T FIRBICE A5 EBZHSMICLT,

Publication

BV, SRR OS FEED

RNA  ZefEofts

1. Yasuda |, Endo K, Yamamoto E, Hirano Y, and *Yasuoka K, Ligand-induced

protein dynamics differences correlate with protein-ligand binding affinities:

An unsupervised deep learning approach. Commun. Biol. 5, 481 (2022)

2. *Yamamoto E, Akimoto T, Mitsutake A, Metzler R, Universal Relation
between Instantaneous Diffusivity and Radius of Gyration of Proteins in
Aqueous Solution. Phys. Rev. Lett. 126, 128101 (2021)

3. *Yamamoto E, Domariski J, Naughton FB, Best RB, Kalli AC, Stansfeld PJ,
*Sansom MSP, Multiple Lipid Binding Sites Determine the Affinity of PH
Domains for Phosphoinositide-Containing Membranes. Science Adv. 6,
eaay5736 (2020)

4. Tomobe K, *Yamamoto E, Koji¢ D, Sato Y, Yasui M, *Yasuoka K, Origin of the

blueshift of water molecules at interfaces of hydrophilic cyclic compounds.

Science Adv. 3,e1701400 (2017)

5. *Yamamoto E, Akimoto T, Kalli AC, Yasuoka K, *Sansom MSP, Dynamic
interactions between a membrane binding protein and lipids induce
fluctuating diffusivity. Science Adv. 3, 1601871 (2017)

6. Yamamoto E, *Kalli AC, Yasuoka K, *Sansom MSP, Interactions of Pleckstrin
Homology Domains with Membranes: Adding Back the Bilayer via High
Throughput Molecular Dynamics. Structure 24, 1421 (2016)

7. Yamamoto E, Kalli AC, Akimoto T, Yasuoka K, *Sansom MSP, Anomalous
dynamics of a lipid recognition protein on a membrane surface. Sci. Rep. 5,
18245 (2015)

8. Yamamoto E, Akimoto T, Yasui M, *Yasuoka K, Origin of 1/f noise in
hydration dynamics on lipid membrane surfaces. Sci. Rep. 5, 8876 (2015)

9. Yamamoto E, Akimoto T, Yasui M, *Yasuoka K, Origin of subdiffusion of
water molecules on cell membrane surfaces. Sci. Rep. 4, 4720 (2014)

10.Yamamoto E, Akimoto T, Hirano Y, Yasui M, *Yasuoka K, 1/f fluctuations
of amino acids regulate water transportation in AQP1. Phys. Rev. E 89,
022718 (2014)
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RANT ) LERITAT DN RS — 7 T ABITICE- T LR I AR S L EHEM DS ) LSIIREBD )V
I—T4 Y7 RNABPEHEESNTWAZENHSN LGz, LPLEDOBEEREDORIC, K/ I—T 17 RNALE
ZAONTVWIERBREY D SEEH DOBERER AL V& TR VTR T F RAPFIERES N TV A48, IR7 ERE SN BRIk
T&E/zo ABIIAT N OMRRR CRIENICHIA T AMEENE /> a3—T 1> 7 RNAZ[EE T 5#E T, LOC105354516
LA TN ) Y A—=T 4V TEEEYIN., ¥T 5712 TZwilling (Zwi) ELTHE SN TOIAEERMRTF K2
I—RLTWAZE, &ioy Zwi EHRIEE R 2 WA T F RS I—RLTWAZEERE L. ¥ T T 719320 Zwi
WHERDITY Y THREALTVRAEDOMEIIH 72D ZOEEKEEIC OV TEIELHSPIZE STV ED>T, TNET

DIREMTICED. XFhD Zwi (0Zwi) FE¥T
ST4vYaLRREICITY Y THRIRT A —F.

N S -3 25 s ¥
e EME DB VHRTORIATHIEN
RNAS00 Mhasdl . e
= . - — R, =
oD o7 F2y 0ZWi DE BARIIAE ORF1 ORF2
ﬁ?‘?éﬂo)iﬁj‘\ 'I’%B"J%%’\‘\—‘\/E“/@ﬁ‘ﬁi’_ Ribosome
= — — s . Profiling - e
WO IATHREZRT CENHLIEL->TH =
N . oZwi_gene
D\ 0ZWIlEAT ANBNTHREATE) O H e -
i . - ZwitBEIRRls: ZwitBE)pAkek
ICBD->TVABZENTES NS, AIFETIE
AT K ) SN ¢ REHRITEN 1
OZWiIFA—RG 22D XTFROFIH) @Q A ROEMEFAR—S3> L
F—YEXTNOHMRT 273 FHARZFE &
L. #FiHBEERTFRICK BB 0175 4 OZWIERAYN  oZwilC L BTSRRI E BiE T
HEDEIHZEIEL T\ 5,

Publication

1. Saori Yokoi*, Shinichi Nakagawa. UPA-Seq-Based Search Method for 6. lkuko Watakabe, Hisashi Hashimoto, Yukiko Kimura, Saori Yokoi, Kiyoshi
Functional IncRNA Candidates. Methods in Molecular Biology 2509 269- Naruse, Shin-Ichi Higashijima. Highly efficient generation of knock-

278 (2022) in transgenic medaka by CRISPR/Cas9-mediated genome engineering.

2. Osamu Takahashi, Mayuko Tanahashi, Saori Yokoi, Mari Kaneko, Kaori Zoological Letters 4(1) 3 (2018)

Yanaka, Shinichi Nakagawa, Hiroshi Maita. The cell type-specific ER 7. Teruhiro Okuyama, Saori Yokoi*, Hideaki Takeuchi*. Molecular basis of
membrane protein UGS148 is not essential in mice. Genes to Cells 27(1) social competence in medaka fish. Development, growth & differentiation
43-60 (2022) 59(4) 211-218 (2017)

3. Yuko Watanabe, Kazuho Okuya, Yuki Takada, Masato Kinoshita, Saori 8. Saori Yokoi, Satoshi Ansai, Masato Kinoshita, Kiyoshi Naruse, Yasuhiro
Yokoi, Shinichi Chisada, Yasuhiro Kamei, Hideki Tatsukawa, Naoyuki Kamei, Larry J Young, Teruhiro Okuyama, Hideaki Takeuchi. Mate-guarding
Yamamoto, Hideki Abe, Hisashi Hashimoto, Kiyotaka Hitomi. Gene behavior enhances male reproductive success via familiarization with
disruption of medaka (Oryzias latipes) orthologue for mammalian tissue- mating partners in medaka fish. Frontiers in zoology 13 21-21 (2016)
type transglutaminase (TG2) causes movement retardation. Journal of 6, Somii\aleh Tamisie Gl . e . s

f . . Saori Yokoi, yama, Yasuhiro Kamei, Kiyoshi Naruse, Yoshihito
biochemistry 168(3) 213-222 (2020) Taniguchi, Satoshi Ansai, Masato Kinoshita, Larry J Young, Nobuaki

4. Saori Yokoi*, Kiyoshi Naruse, Yasuhiro Kamei, Satoshi Ansai, Masato Takemori, Takeo Kubo, Hideaki Takeuchi. An essential role of the arginine
Kinoshita, Mari Mito, Shintaro Iwasaki, Shuntaro Inoue, Teruhiro Okuyama, vasotocin system in mate-guarding behaviors in triadic relationships of
Shinichi Nakagawa, Larry J Young, Hideaki Takeuchi. Sexually dimorphic medaka fish (Oryzias latipes). PLoS genetics 11(2) e1005009 (2015)
role of oxytocin in medaka mate choice. PNAS 117(9) 4802-4808 (2020) 10.Teruhiro Okuyama, Saori Yokoi, Hideki Abe, Yasuko Isoe, Yuji Suehiro,

5. Taiwa Komatsu, Saori Yokoi, Koichi Fujii, Mari Mito, Yusuke Kimura, Shintaro Haruka Imada, Minoru Tanaka, Takashi Kawasaki, Shunsuke Yuba, Yoshihito
Iwasaki, Shinichi Nakagawa. UPA-seq: prediction of functional IncRNAs Taniguchi, Yasuhiro Kamei, Kataaki Okubo, Atsuko Shimada, Kiyoshi

using differential sensitivity to UV crosslinking. RNA (New York, N.Y.)
24(12) 1785-1802 (2018)

Naruse, Hiroyuki Takeda, Yoshitaka Oka, Takeo Kubo, Hideaki Takeuchi. A
neural mechanism underlying mating preferences for familiar individuals
in medaka fish. Science (New York, N.Y.) 343(6166) 91-4 (2014)
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FYIRTEDHBT I BIREIRTEORBEIRNCE>TI—RENZI LR, ¥V HOBFEERPEEDBEVENTLUTTHLT 1> 7 RMfak
e L BIERDAREDRR 2 SNBSS TS, BE, 7I/BEIRZ D7\ synonymous mutation (2, BRAEZRICES
BRENHBHIENHSNPELR>TN D, SETINERUIZOIR%2TI—Rd Sisoacceptor tRNA (7> FIRVEFITHES NS tRNAK) O
BITHIE T 5EE 25N THBY., Fisoacceptor BD#IA (IRNAL/S—RN)—) 137/ 4 ED IRNABIE T OB CTIRES NSO EMBT—ERE
BEZONTEz, LML, EE. tRNA L S—N) =R IBRIRIC I > TE(L T A2 &AL LD, ZOE(LZEFIFL7 proteome FER IO AT
REMEATRIRS N T2,

B ITRE S BRI G E SR EHIC Ko CRBIRRITIE CIAE R DL o7z (RNA OFFIETE R - OTTER i—% %9 29T, HZFEE
BHIBWT minor isoacceptor 2SR Tl I AFERESEAF DO 2EIEEEICHE A . major isoacceptor iZCNEER T BEOITHD T2 L2 R
HiL7z (Nagai et al., RNA, 2021). ZHUCE>TIRNABHEAHEIRIE TH 2 tAL SRS R T LRI 5y 7100 ORFZHANSE, VAT
T8 T ERRRE BT DY NI EED R TEENA I EMN o7z EME TOLRIRERBRIROZUIC LS5 2 E DO BIFE7Z
FTEaL, RTELRPEEELEOBNREN, $74b5, ¥V EICT VT 772y MEERRRBINICRIFIL T A0 TZAWESS . THLIARFI%
MRES B EIT, AR CIRHZFREREM RIS N RO 4HE OB RHRE 2 D T,

[1] SmEsfEEMRRSE DRI T O mRNA OFFRRAEDE % ribosome profiling TR 9 %, #1C. ER PIMa R 7 _ECRIER LR ANICHE
W28 EOMFREICER T 5.

(2] MR R TAL A ER LIV R T ICBIES 5528 E B Z R RIC, RTELRIRP, B EAE R OE &%5, RERICAEH
SNBEIRETT 5.

(3] MRt R CALD ER U RAE WA & Ty X8 FITIEFLE &1k (NPC) ks> 7378 (Nup) ® NPCADFHZAHIED R

RFCEDHESNLDHEETT S,

IR AR CHIR B 0 B9 % minor tRNA B FEE LA Z 5 E2ZTOMOIRIEEZRL . Wi 2IE T _LiF 724203 i

DA LR LA DB EIRE T Do FHIZ. Nup A£G 28— E X AR O MIaAE B2 FELEEHTL. tRNA L/ S—R) —0f]

A5 287 B ORREN 2 Z A A AT PIRGES o

HAE, [4] THOMEE LS RNALN—N) BT OV T—EDERPFON TS, ZD—DREHORIFEE T TI—FSNSisoacceptor
IZBIL, RRHNIC B ERIEREZ(ERUTRNA OFRRBERELI:ZETH S, 6D DTELIESIATE—OFFRIE T TI— NSNS RNA™
IZOWTHBERETORRNG =2 3etafk LITHELI-L22, RIFRETH2D
OFERE (151) RIZIFHERLEADEFEZRT A tRNARIZFIN S ERD N S
/31> THY. 2TOR/EFARNAT ., OEHEICIZITE M@ LA -7 ﬂ; ? * =t ? *
(Hayashi et al., Biosci Biotechnol Biochem, 2022). Zh&id5lic CRISPRi% %
FWL7z tRNAY \ DFBIMHI T, HERD L/ IEETTHRANSELSLZINIESR
PHRCEREPROSNEVIELHONELE>TND, TNEDIENS, HEMRTIE

F@ ’—E
QEIE?K’{ :LL’ID\I)‘?L/X? NTAY 775 tRNA LY- ]‘U“‘%Mﬂh""f 1)*’. (@AY RS EN 76‘

RODREFH B> TIRNADPEESNTWAIENHSPERST2, SHIE 2HL q g gg
N . BRZhsy >R
SEBHFELIOTR?

(4

—_—

7embEREUTIRNA L S—N) —ICEDSEERFIME, 22k Ezns5 3 ED
ZHMHEICRIL TR 28D TTT<,

Publication

1. *Hayashi S, Matsui M, Ikeda A, Yoshihisa T. Six identical tRNA™., genes
express a similar amount of mature tRNA™., but unequally contribute to
yeast cell growth. Biosci Biotechnol Biochem,86, 1398-1404 (2022)

2. Nagai A, Mori K, Shiomi Y, *Yoshihisa T. OTTER, a new method quantifying
absolute amounts of tRNAs. RNA, 27, 628-640 (2021)

3. MatsukiY, Matsuo Y, Nakano Y, Iwasaki S, Yoko H, Udagawa T, Li S. Saeki
Y, Yoshihisa T, Tanaka K, Ingolia NT, *Inada T. Ribosomal protein S7
ubiquitination during ER stress in yeast is associated with selective mRNA
translation and stress outcome. Sci Rep, 12-e19669 (2020)

4. Hayashi S, Mori S, Suzuki T, Suzuki T, *Yoshihisa T. Impact of intron removal
from tRNA genes on Saccharomyces cerevisiae. Nucleic Acids Res, 47,
5936-5949 (2019)

5. *Yoshihisa T. Nucleocytoplasmic shuttling of tRNAs and implication of the
cytosolic Hsp70 system in tRNA import. Nucleus, 6, 339-343 (2015)

6. Takano A, Kajita T, Mochizuki M, Endo T, *Yoshihisa T. Cytosolic Hsp70 and

co-chaperones constitute a novel system for tRNA import into the nucleus.

elife, 4,e04659 (2015)

7. Song J, Tamura, Y, Yoshihisa T, *Endo T. A novel import route for an
N-anchor mitochondrial outer membrane protein aided by the TIM23
complex. EMBO Rep, 15,670-677 (2014)

8. *Yoshihisa T. Handling tRNA introns, archaeal way and eukaryotic way.
Front Genet, 5,e00213 (2014)

9. Mori S, Kajita T, Endo T, *Yoshihisa T. The intron of tRNA-Trpcc, is
dispensable for growth and translation of Saccharomyces cerevisiae. RNA,
17,1760-1769 (2011)

10.Takano A, Endo T, *Yoshihihsa T. tRNA actively shuttles between the
nucleus and cytosol in yeast. Science, 309, 140-142 (2005)
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Y, Baba K, Nagai Y, Okada Y, Saito Y, Murayama S, Mochizuki H, Nagano S. piRNA/ PIWI
protein complex as potential biomarkers in sporadic amyotrophic lateral sclerosis.
Mol. Neurobiol. 59(3),1693-1705 (2022) doi: 10.1007/512035-021-02686-2
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“Discovery of RNA-binding proteins as genetic modifiers that distinguish the SCA36 and C9-ALS pathomechanisms.”
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