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1. Shiraishi C, Matsumoto A., Ichihara K., Yamamoto T., Yokoyama T., Hatano
A., Matsumoto M., Tanaka Y., Matsushima S., Tsutsui H., and Nakayama
K.I. “Myo-ribosome” secures translation elongation dynamics for cardiac
function. Nat. Commun., accepted (2023)

2. Watari H., Kageyama H., Masubuchi N., Nakajima H., Onodera K., Focia PJ.,
Oshiro T., MatsuiT., Kodera Y., Ogawa T., Yokoyama T., Hirayama M., Hori K.,
Freymann DM., Komatsu, N., Araki M., *Tanaka Y., Sakai R. A marine sponge-
derived lectin reveals hidden pathway for thrombopoietin receptor
activation. Nat. Commun., 13, 7262-7262 (2022)

3. Chen M, Ishizaka M, Narai S, Horitani M, Shigi N, Yao M, *Tanaka Y. The
[4Fe-4S] cluster of sulfurtransferase TtuA desulfurizes TtuB during tRNA
modification in Thermus thermophilus. Commun Biol, 3, 168 (2020)

4. TanakaY, Kato S, Stabrin M, Raunser S, Matsui T, and Gatsogiannis C.
CryoEM reveals the asymmetric assembly of squid hemocyanin. IUCrJ, 6,
426-437 (2019)

5. Chen M, Kato K, Kubo Y, TanakaY, Liu Y, Long F, Whitman W, Lill P,
Gatsogiannis C, Raunser S, Shimizu N, Shinoda A, Nakamura A, Tanaka |,
Yao M. Structural basis for tRNA-dependent cysteine biosynthesis. Nat.
Commun., 8,1521(2017)

6. Chen M, Asai S, Narai S, Nambu S, Omura N, Sakaguchi Y, Suzuki T, Ikeda-
Saito M, Watanabe K, Yao M, Shigi N, *Tanaka Y. Biochemical and structural
characterization of oxygen-sensitive 2-thiouridine synthesis catalyzed by
the iron-sulfur protein TtuA. Proc. Natl. Acad. Sci. USA, 114, 4954-4959
(2017)

7. Gai Z, Matsuno A, Kato K, Kato S, Khan R |, Shimizu T, Yoshioka T, Kato
Y, Kishimura H, Kanno G, Miyabe Y, Terada T, *Tanaka Y, Yao M. Crystal
structure of the 3.8 MDa respiratory supermolecule hemocyanin at 3.0
angstrom resolution. Structure, 23, 2204-2212 (2015)

8. Yamashita D, Sugawara T, Takeshita M, Kaneko J, Kamio Y, Tanaka |, *Tanaka
Y, Yao M. Molecular basis of transmembrane beta-barrel formation of
staphylococcal pore-forming toxins. Nat. Commun., 5, 4897 (2014)

9. Yu F, Tanaka Y, Yamashita K, Suzuki T, Nakamura A, Hirano N, Suzuki T, Yao M,
Tanaka I. Molecular basis of dihydrouridine formation on tRNA. Proc. Natl.
Acad. Sci. USA, 108, 19593-19598 (2011)

10.Yamashita K, Kawai Y, *Tanaka Y, Hirano N, Kaneko J, Tomita N, Ohta
M, Kamio Y, Yao M, Tanaka I. Crystal Structure of the Octameric Pore
of Staphylococcal r -hemolysin Reveals the B -barrel Pore Formation
Mechanism by Two Components. Proc. Natl. Acad. Sci. USA, 108, 17314-
17319 (2011)
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Publication

1. Yuki Uchihara, Tiara Bunga Mayang Permata, Hiro Sato, Reika Kawabata-
Iwakawa, Sayako Katada, Wenchao Gu, Sangeeta Kakoti, Motohiro

6. Yuki Uchihara, Reiko Komori, Kenji Tago, Hiroomi Tamura, Megumi
Funakoshi-Tago. Methotrexate significantly induces apoptosis by inhibiting

Yamauchi, Reona Kato, Soehartati Gondhowiardjo, Naoki Hosen, Takaaki
Yasuhara, Atsushi Shibata. DNA damage promotes HLA class | presentation
by stimulating a pioneer round of translation-associated antigen
production. Mol Cell. 2022 Jul 21;82(14):2557-2570.e7. doi: 10.1016/
j.molcel.2022.04.030.

*Takaaki Yasuhara, “Reona Kato, Motohiro Yamauchi, Yuki Uchihara
Lee Zou, Kiyoshi Miyagawa, Atsushi Shibata. (‘equally contributed)
RAP80 suppresses the vulnerability of R-loops during DNA double-
strand break repair. Cell Rep. 2022 Feb 1;38(5):110335. doi: 10.1016/
j.celrep.2022.110335.

STAT3 activation in NPM-ALK-positive ALCL cells. Biochem Pharmacol.
2019 Dec;170:113666. doi: 10.1016/j.bcp.2019.113666.

7. Yuki Uchihara, Kenji Tago, Hidetoshi Taguchi, Yuji Narukawa, Fumiyuki
Kiuchi, Hiroomi Tamura, Megumi Funakoshi-Tago. Taxodione induces
apoptosis in BCR-ABL-positive cells through ROS generation. Biochem
Pharmacol. 2018 Aug;154:357-372. doi: 10.1016/j.bcp.2018.05.018.

8. Yuki Uchihara, Takayuki Kidokoro, Kenji Tago, Tadahiko Mashino, Hiroomi
Tamura, Megumi Funakoshi-Tago. A major component of vitamin E, o
-tocopherol inhibits the anti-tumor activity of crizotinib against cells
transformed by EML4-ALK. Eur J Pharmacol. 2018 Apr 15;825:1-9. doi:

3. Yuki Uchihara, Tiara Bunga Mayang Permata, Hiro Sato, Atsushi Shibata. 10.1016/j.ejphar.2018.02.012.
Modulation of immune responses by DNA damage signaling. (review) DNA &, Vil Fumiie Uk, (e :
. PPon . N b , Kenji Tago, Yosuke Nakazawa, Tomoyuki
Repair. 2021 Aug;104:103135. doi: 10.1016/j.dnarep.2021.103135. Ohe, Tadahiko Mashino, Shigenobu Yokota, Tadashi Kasahara, Hiroomi
4. Yuki Uchihara, Kenji Tago, Hiroomi Tamura, Megumi Funakoshi-Tago. EBP2, Tamura, Megumi Funakoshi-Tago. Alpha-tocopherol attenuates the anti-
a novel NPM-ALK-interacting protein in the nucleolus, contributes to the tumor activity of crizotinib against cells transformed by NPM-ALK. PLoS
proliferation of ALCL cells by regulating tumor suppressor p53. Mol Oncol. One. 2017 Aug 14;12(8):e0183003. doi: 10.1371/journal.pone.0183003.
2021 Jan;15(1):167-194. doi: 10.1002/1878-0261.12822. 10.Yuki Uchihara, Ken-ichiro Tanaka, Teita Asano, Fumiya Tamura, Tohru
5. Yuki Uchihara, Tomoyuki Ohe, Tadahiko Mashino, Takayuki Kidokoro, Mizushima. Superoxide dismutase overexpression protects against

Kenji Tago, Hiroomi Tamura, Megumi Funakoshi-Tago. N-Acetyl cysteine
prevents activities of STAT3 inhibitors, Stattic and BP-1-102 independently
of its antioxidant properties. Pharmacol Rep. 2019 Dec;71(6):1067-1078.
doi: 10.1016/j.pharep.2019.05.021.

glucocorticoid-induced depressive-like behavioral phenotypes in mice.
Biochem Biophys Res Commun. 2016 Jan 22;469(4):873-7. doi: 10.1016/
j.bbrc.2015.12.085.
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FITDZY [FE—0RE] oM TE LI HRIEDVZET, T TAMETIE. BROHEBEELMENICE,
TE R ZERRBE TA A= 7 TEHHH B (Kobayashi & Singer, 2022, Nature Commun.:RKIZ[8) % [#
LLHE] ELTEAL BIROBEEFEICIMEAET . BRI GEERFITZoT0S [BEIE poly (A) $Hick-
TEESNBOD - ShEWDH?] E-7z3 %, mMRNA —2—DDOEFRIREZ Ml N TEBICAI LT 52 ETH
SMITL SHUTKDBIER O BRI - JEHBIRY 2 HI I B0 E T,
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Publication

1. *Kobayashi H, *Singer RH. Single-molecule imaging of microRNA- 6. Kobayashi H, Etoh K, Marubashi S, Ohbayashi N, *Fukuda M. Measurement
mediated gene silencing in cells. Nat Commun 2022;13:1435. https://doi. of Rab35 activity with the GTP-Rab35 trapper RBD35. Methods Mol Biol
0rg/10.1038/541467-022-29046-5. 2015;1298:207-16. https://doi.org/10.1007/978-1-4939-2569-8_18.

2. *Kobayashi H, *Tomari Y. Identification of an AGO (Argonaute) protein as a 7. Kobayashi H, Etoh K, Ohbayashi N, *Fukuda M. Rab35 promotes the
prey of TER94/VCP. Autophagy 2020;16:190-2. https://doi.org/10.1080/155 recruitment of Rab8, Rab13 and Rab36 to recycling endosomes through
48627.2019.1691351. MICAL-L1 during neurite outgrowth. Biol Open 2014;3:803-14. https://doi.

3. *Kobayashi H, Shoji K, Kiyokawa K, Negishi L, *Tomari Y. VCP machinery 0rg/10.1242/bi0.20148771.
mediates autophagic degradation of empty Argonaute. Cell Rep 8. Kobayashi H, Etoh K, *Fukuda M. Rab35 is translocated from Arf6-positive
2019;28:1144-1153.e4. https://doi.org/10.1016/j.celrep.2019.07.003. perinuclear recycling endosomes to neurite tips during neurite outgrowth.

4. *Kobayashi H, Shoji K, Kiyokawa K, Negishi L, *Tomari Y. Iruka eliminates Small GTPases 2014;5:e29290. https://doi.org/10.4161/5gtp.29290.
dysfunctional Argonaute by selective ubiquitination of its empty state. 9. Kobayashi H, *Fukuda M. Rab35 establishes the EHD1-association site by
Mol Cell 2019;73:119-129.e5. https://doi.org/10.1016/j.molcel.2018.10.033. coordinating two distinct effectors during neurite outgrowth. J Cell Sci

5. Kobayashi H, *Tomari Y. RISC assembly: Coordination between small RNAs 2013;126:2424-35. https://doi.org/10.1242/jcs.117846.
and Argonaute proteins. Biochim Biophys Acta 2016;1859:71-81. https:// 10.Kobayashi H, *Fukuda M. Rab35 regulates Arf6 activity through centaurin-
doi.org/10.1016/j.bbagrm.2015.08.007. B2 (ACAP2) during neurite outgrowth. J Cell Sci 2012;125:2235-43. https:/

doi.org/10.1242/jcs.098657.
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Bift. HizL7z-5iE, SRP (Signal Recognition Particle) %47 L7z 2% > 287 B O FHFHFR A 2 Bk B # A
RQCIZFERIsh B % RWZLELz (Matsuo and Inada., Cell Rep. 2021). TANT > H—BlZERIFIBRY
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Publication

1.

Best K, Ikeuchi K, Kater L, Best D, Musial J, Matsuo Y, Berninghausen O,
Becker T, Inada T*, Beckmann R*. Structural basis for clearing of ribosome
collisions by the RQT complex. Nat Commun. 14(1): 921. (2023)

. Tesina P™, Ebine S, Buschauer RY, Thoms M, Matsuo Y, Inada T*, Beckmann

R¥*. Molecular basis of elF5A-dependent CAT tailing in eukaryotic
ribosome-associated quality control. Mol Cell. 83(4): 607-621. (2023)

. Matsuo Y*, Uchihashi T, Inada T*. Decoding of the ubiquitin code for

clearance of colliding ribosomes by the RQT complex. Nat Commun.
14(1):79. (2023)

. Narita M, Denk T, Matsuo Y, Sugiyama T, Kikuguchi C, Ito S, Sato N, Suzuki T,

Hashimoto S, Machova |, Tesina P, Beckmann R¥, Inada T*. A distinct human
disome collision interface harbors K63-linked polyubiquitination of uS10
to trigger hRQT-mediated subunit dissociation. Nat Commun. 13(1):6411.
(2022)

. Li S*, Ikeuchi K*, Kato M, Buschauer R, Sugiyama T, Adachi S, Kusano H,

Natsume T, Berninghausen O, Matsuo Y, Becker T, Beckmann R¥, Inada T*.
Sensing of individual stalled 80S ribosomes by Fap1 for non-functional
rRNA turnover. Mol Cell. 82(18):3424-3437.(2022)

. Matsuo Y* and Inada* T. Ribosome collision sensor Hel2 recognizes

mistargeting secretory ribosome-nascent chain complexes. Cell Rep.
34:108877.(2021)

. Buschauer R*, Matsuo Y* (*Co-first Author), Sugiyama T, Chen YH,

Alhusaini N, Sweet T, Ikeuchi K, Cheng J, Matsuki Y, Nobuta R, Gilmozzi A,
Berninghausen O, Tesina P, Becker T, Coller J¥, Inada T*, Beckmann R*. The
Ccr4-Not complex monitors the translating ribosome for codon optimality.
Science. 368(6488):eaay6912 (2020)

. Matsuo Y*, Tesina P*, Nakajima S, Mizuno M, Endo A, Buschauer R, Cheng

J, Shounai O, Ikeuchi K, Saeki Y, Becker T, Beckmann R¥, Inada T*. RQT
complex dissociates ribosomes collided on endogenous RQC substrate
SDD1. Nat Struct Mol Biol. (4):323-332. (2020)

. Matsuo Y*, Ikeuchi K*, Saeki Y, Iwasaki S, Schmidt C, Udagawa T, Sato

F, Tsuchiya H, Becker T, Tanaka K, Ingolia NT, Beckmann R, Inada T*.
Ubiquitination of stalled ribosome triggers ribosome-associated quality
control. Nat Commun. 8(1):159. (2017)

Matsuo Y, Granneman S, Thoms M, Manikas RG, Tollervey D, Hurt E*.
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Vitro Reconstitution System Defines the Defective Step in the Biogenesis H. Cell-free analysis of polyQ-dependent protein aggregation and its
of Mutated B -Actin Proteins. ACS Synth Biol. 2021 Nov 19;10(11):3158- inhibition by chaperone proteins. J Biotechnol. 2016 Dec 10;239:1-8.

3166. 7. Machida K, Imataka H. Production methods for viral particles. Biotechnol
2. Hirayama C, Machida K, Noi K, Murakawa T, Okumura M, Ogura T, Imataka Lett. 2015 Apr;37(4):753-60.

H, Inaba K. Distinct roles and actions of protein disulfide isomerase family 8. *Machida K, Mikami S, Masutani M, Mishima K, Kobayashi T, *Imataka

enzymes in catalysis of nascent-chain disulfide bond formation. iScience. H. A translation system reconstituted with human factors proves that

2021 Mar 9;24(4):102296. processing of encephalomyocarditis virus proteins 2A and 2B occurs in the
3. Yokoyama T, Machida K, Iwasaki W, Shigeta T, Nishimoto M, Takahashi elongation phase of translation without eukaryotic release factors. J Biol

M, Sakamoto A, Yonemochi M, Harada Y, Shigematsu H, Shirouzu M, Chem. 2014 Nov 14;289(46):31960-71.

Tadakuma H, Imataka H, Ito T. HCV IRES Captures an Actively Translating

80S Ribosome. Mol Cell. 2019 Jun 20;74(6):1205-1214.e8.

4. Machida K, Shigeta T, Yamamoto Y, Ito T, Svitkin Y, Sonenberg N, Imataka H.

Dy.namlc interaction of poly(A)-binding protein with the ribosome. Reconstitution of eukaryotic translation initiation factor 3 by co-expression

Sci Rep. 2018 Nov 28;8(1):17435. of the subunits in a human cell-derived in vitro protein synthesis system.
5. *Machida K, Kanzawa K, Shigeta T, Yamamoto Y, Tsumoto K, *Imataka Protein Expr Purif. 2013 Jan;87(1):5-10.

H. Huntingtin Polyglutamine-Dependent Protein Aggregation in

Reconstituted Cells. ACS Synth Biol. 2018 Feb 16;7(2):377-383.

9. Kobayashi T, Machida K, Imataka H. Human cell extract-derived cell-free
systems for virus synthesis. Methods Mol Biol. 2014;1118:149-56.

10.Masutani M, Machida K, Kobayashi T, Yokoyama S, Imataka H.
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AR R ZRAE(LAE (ALS) |30R R AR B O1BRE B R SRS EEN S T O MR EHIREB TH 5, FEFlDZL
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1. *Ishiguro A, Ishihama A. ALS-linked TDP-43 mutations interfere with the
recruitment of RNA recognition motifs to G-quadruplex RNA. Sci Rep. in
press.

2. *Ishiguro A, Ishihama A. Essential Roles and Risks of G-Quadruplex
Regulation: Recognition Targets of ALS-Linked TDP-43 and FUS.
Front Mol Biosci. 2022;9:957502. Published 2022 Jul 11. doi:10.3389/
fmolb.2022.957502

3. *Ishiguro A, Lu J, Ozawa D, Nagai Y, Ishihama A. ALS-linked FUS mutations
dysregulate G-quadruplex-dependent liquid-liquid phase separation and
liquid-to-solid transition. J Biol Chem. 2021;297(5):101284. doi:10.1016/
jjbc.2021.101284

4. *Ishiguro A, Katayama A, Ishihama A. Different recognition modes of
G-quadruplex RNA between two ALS/FTLD-linked proteins TDP-43 and
FUS. FEBS Lett. 2021;595(3):310-323. doi:10.1002/1873-3468.14013

5. *Ishiguro A, Kimura N, Noma T, Shimo-Kon R, Ishihama A, Kon T. Molecular
dissection of ALS-linked TDP-43 - involvement of the Gly-rich domain in
interaction with G-quadruplex mRNA. FEBS Lett. 2020;594(14):2254-2265.
doi:10.1002/1873-3468.13800

6. Tohmonda T, Kamiya A, Ishiguro A, Iwaki T, Fujimi TJ, Hatayama M, *Aruga

J. Identification and Characterization of Novel Conserved Domains in
Metazoan Zic Proteins. Mol Biol Evol. 2018;35(9):2205-2229. doi:10.1093/
molbev/msy122

7. *Ishiguro A, Hatayama M, Otsuka MI, Aruga J. Link between the causative
genes of holoprosencephaly: Zic2 directly regulates Tgif1 expression. Sci
Rep. 2018;8(1):2140. Published 2018 Feb 1. doi:10.1038/541598-018-20242-2

8. *Ishiguro A, Kimura N, Watanabe Y, Watanabe S, Ishihama A. TDP-43 binds
and transports G-quadruplex-containing mRNAs into neurites for local
translation. Genes Cells. 2016;21(5):466-481. doi:10.1111/gtc.12352

9. Ishiguro A, Akiyama T, Adachi H, Inoue J, *Nakamura Y. Therapeutic
potential of anti-interleukin-17A aptamer: suppression of interleukin-17A
signaling and attenuation of autoimmunity in two mouse models. Arthritis
Rheum. 2011;63(2):455-466. doi:10.1002/art.30108

10. "Hatayama M, *Ishiguro A, Iwayama Y, Takashima N, Sakoori K, Toyota T,
Nozaki Y, Odaka YS, Yamada K, Yoshikawa T, *Aruga J. Zic2 hypomorphic
mutant mice as a schizophrenia model and ZIC2 mutations identified in
schizophrenia patients. Sci Rep. 2011;1:16. doi:10.1038/srep00016

*: Corresponding author, *: Equal contribution.
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AL, AR R THAHEMRMEARELEE (ALS) IBWT. RN EERZIER S 5 TDP-43%5 27378
ICEHT %, TDP-431%. /ERISHIAIZICRIET BH5 ALSICB W CIEMAnE Ic R EAE L TERT 5, 2D TDP-43
BEDAN= AL, I FEAEEMBSINTVR,, AL, TDP-434, AEH)ITv—{bRAL>. RNA/DNAKAR
AU ABREHEERRAA L e EDBEEDEEERAA V2 EAREY 27— BEE2ETHY NV ETHAHZEIZERHL. KR
FHZ&->T TDP-430MHERFEZ I b — )L g B ZRREL T, SHERERA A 2D TDP-43D@EICHB W TR 158 %
ERENCEET %, BHAYT 5700 22T MHWT, ALSOER S22 E—o—ar ]| oarso 2
MIBWTRAAS VT2 Efi T 52 & T TDP-430 Z8{4(b. ML, MAEANOBITLEDRIBERZ N A U HEREE
RGO, TDP-43EANDN Az BT E2HAD. THUTED, ALS R F DA OARMEMENE R A1 > DRSS
59 5EEDIREBIEOBFICEH#R T 222 B1E 7.

FBIEERITDP-43 KBTI & HTDP-43 B EAD TR
opTDP-43

HHRA THRE
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{EMMYE R A > \ 7’ Ay II—hd
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1. *Asakawa K, Handa H, Kawakami K. Optogenetic phase transition of an toxicity in a zebrafish model of C90rf72 associated neurodegeneration.

intrinsically disordered protein in vivo. Methods in Mol Biol, in press

. *Asakawa K, Handa H, Kawakami K. Multi-phaseted problems of TDP-43 in

selective neuronal vulnerability in ALS. (review) Cell Mol Life Sci 78:4453-
4465 (2021) doi: 10.1007/s00018-021-03792-z.

. *Asakawa K, Handa H, and *Kawakami K. Optogenetic modulation of TDP-

43 oligomerization accelerates ALS-related pathologies in the spinal motor
neurons. Nat Commun 11:1004 (2020) doi: 10.1038/541467-020-14815-x.

. Asatsuma-Okumura T, Ando H, De Simone M, Yamamoto J, Sato T, Shimizu
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substrate involved in thalidomide teratogenicity. Nat Chem Biol 15:1077-
1084. (2019) doi: 10.1038/s41589-019-0366-7.

. *Asakawa K and *Kawakami K. Protocadherin-mediated cell repulsion

controls the central topography and efferent projections of the abducens
nucleus. Cell Rep 24:1562-1572 (2018) doi: 10.1016/j.celrep.2018.07.024.

. Ohki Y, Wenninger A, Hruscha A, Asakawa K, Kawakami K, Haass C, Edbauer

D, *Schmid B. Glycine-alanine dipeptide repeat protein contributes to

Mol Neurodegener 12:6.(2017) doi: 10.1186/513024-016-0146-8.

7. *Asakawa K, Gembu A and *Kawakami K. Cellular dissection of the spinal
cord motor column by BAC transgenesis and gene trapping in zebrafish.
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8. Kwon HB, Fukuhara S, Asakawa K, Ando K, Kashiwada T, Kawakami K,
Hibi M, Kwon YG, Kim KW, Alitalo K, *Mochizuki N. The parallel growth
of motoneuron axons with the dorsal aorta depends on Vegfc/Vegfr3
signaling in zebrafish. Development 140:4081-90. (2013) doi: 10.1242/
dev.091702.

9. Asakawa K, Higashijima S, and *Kawakami K. An mnr2b/hlxb9lb enhancer
trap line that labels spinal and abducens motor neurons in zebrafish.
Dev Dyn 241:327-332.(2012) doi: 10.1002/dvdy.22781.

10.Asakawa K, Suster ML, Mizusawa K, Nagayoshi S, Kotani T, Urasaki A,
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P, Ingolia NT, Shirasu K, Ito T, Shichino Y, *Iwasaki S. “A parasitic fungus binding protein Mmi1” PLOS Gen, 16(2), €1008598 (2020).
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